K AW SEQUENCE LISTING 
ERRORREPORT 



BIOTECHNOLOGY 
SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientific ^ 
(STIC) detected errors when processing the following CRF diskette. 

Application Serial Number: 
Art Unit / Team No. : 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 

PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANTS 
BY EITHER: 

« INPT IIDING A COPY OF THIS PRINTOUT IN YOUR NEXT 

ITO THE APPLICANTS ALONG WITH A NOTICE TO 

COMPLY or, 

2) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEM 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 
MARK SPENCER 703-^0^.-4212 _ 



Oipe 
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RAW SEOUENCE LISTING 

INTENT APPLICATION US/09/527,919 



DATE: 04/13/2000 
TIME: 02:20:59 



INPUT SET: S35278.raw 



This Raw Listing contains the General 
Information Section and up to the first 5 pages. ^ 
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SEQUENCE LISTING 



Corrected Diskette Needed 



(i) 



General Information: /j - 



(i) APPLICANT: /f\ , 

4A) HAMB-. MEDEVA EUROP E LIMITED 
- (D) OTREETz 10 01* JdiUfciB ' B BLmet 
t €) CITY: Luildon 
- (E) COU NT KK ! Ulllted K ingd6m 
(g) KJblAL LUim bW lA lfalF 



(ii) TITLE OF INVENTION: HEPATITIS B VIRUS POLYPEPTIDES 
(iii) NUMBER OF SEQUENCES: 11 



-) 



* as. 

liAi^vt CURRENT AFfc-biuiiiuw ih^6r^ tW&r /^|Q^ A^f /##7? : 

u Tuft APPLICATION NUMBER: ^PCT/GB98/02852^7 L -^ 



Ov) CORRESPONDENCE ADDRESS: 

(A) ADDRES SEE; 

(B) STREET: 
(OCmft 
(Dl STATE: 
<E> COtflsTTR Y: 

<F>nr. 



ftA-frvt COMPUTER READABLE FORM: 

' (A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.3 



(^i)-^ CURRENT APPLICATION DAT 



,o(^EPO)) ^ 



( 2 ) " INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 
ACTCTAGATG CAAAACCTGC 

(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base j>airs 

(B) TYPE: nucleic acid 



M0 TWO* fJTTL^n. . ^~V-" 

WAmXATlONNWBER: 
(B) FtUNC DATE: 



1 1/<5. c^^~ < 
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RAW SEQUENCE LISTING DATE: 04/13/2000 

PATENT APPLICATION US/09/527,919 TIME: 02:20:59 



INPUT SET: S35278.raw 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "primer" 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

20 

TAACTAGTAA TACAGGTGCA 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3: 
ATGTCTAGAA ATCCTCTGGG ATTC 



(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(A) DESCRIPTION: /desc = "primer" 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 
AAGCTTATGC AGTGGAATTC CAGA 



(2) INFORMATION FOR SEQ ID NO : 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 
_ (C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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DATE: 04/13/2000 

K Q ™AT.Orfe/«»/527,9/9 

INPUT SET: S3S278.raw 



103 

(Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 5: 
CGAACTAGTG TTGGGATTGA AGTC 

108 

\ll (2) INFORMATION FOR SEQ ID NO: 6: 

J" (i) SEQUENCE CHARACTERISTICS : 

112 (A) LENGTH: 24 base pairs 

113 ( B ) TYPE: nucleic acid ( 

114 ( C ) STRANDEDNESS: single 

115 ( D ) TOPOLOGY: linear 
116 

117 MntFCtiLE TYPE: other nucleic acid 

118 (ii) MOLECUL^TY^^ ^ nprimer „ 

119 v ' 

\ll (Xi) SEQUENCE DESCRIPTION : SEQ ID NO: 6: 

AGGGTCACTA GTCCTCGAGA AGAT 

(2) INFORMATION FOR SEQ ID NO : 7 : 

III (i) SEQUENCE CHARACTERISTICS: 
129 (A) LENGTH: 24 base pairs 

13 ° {B) TYPE: nucleic acid 

131 ( C ) STRANDEDNESS: Single 

132 ( D ) TOPOLOGY: linear 

136 
137 

"9 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 

TCTGTTGCTA GCCCTCTGGG ATTC 
(2) INFORMATION FOR SEQ ID NO : 8: 

lit (i) SEQUENCE CHARACTERISTICS : 
14 ! (A) LENGTH: 24 base pairs 

146 ( B ) TYPE: nucleic acid 

147 ( C ) STRANDEDNESS: single 
14 | ( D ) TOPOLOGY: linear 



122 < xl > "W"™^ 24 
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DATE: 04/13/2000 

RAW SEQUENCE LISTING TIME: 02:21:00 

PAGE. 4 PATENT APPLICATION US/09/527,919 

INPUT SET: S35278.raw 

153 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 

^7 TCAAACGCTA GCGATTGGGA CTTC 
158 

WO (2) INFORMATION FOR SEQ ID NO: 9: 

\\l (i) SEQUENCE CHARACTERISTICS: 

162 U (a) LENGTH: 24 base pairs 

163 ( B ) type: nucleic acid 

164 (c) sTRANDEDNESS : single 
^ ( D ) TOPOLOGY: linear 

\% (ii ) MOLECULE TYPE : other nucleic acid _ 

V (A) DESCRIPTION: /desc - primes 

Hi (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 9: 



24 

^74 TTGCTAGCGT TCAGCGCAGG GTCC 
175 

"7 (2) INFORMATION FOR SEQ ID NO: 10: 

178 
179 



(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH : 24 base pairs- 

180 ( B ) TYPE: nucleic acid 

181 (C ) STRANDEDNESS: single 

182 ( D ) TOPOLOGY: linear 
183 

184 macule TYPE: other nucleic acid 

185 ^ C ^ pTI0N: /desc = "primer- 

186 
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187 



(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
CCCGCTAGCA TGGGAGGTTG GTCA 

(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 5 amino acids 
19 / B ) TYPE: amino acid 

198 (c) sTRANDEDNESS: single 

(D) TOPOLOGY: linear 

HI (ii) MOLECULE TYPE: peptide 

203 

205" Ux) FEATURE : 



24 
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INPUT SET: S35278.raw 

(A) NAME/KEY: Modified- site 

(?) OTHER^ INFORMATION : / note= "Xaa represents any amino 

acid" 
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214 Gly Pro Gly Pro Xaa 

215 l 5 
216 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 



i 



DATE: 04/13/2000 
TIME: 02:21:00 



INPUT SET: S35278.raw 



Error 

Mandatory Value Not Present 
Unknown or Misplaced Identifier 
Unknown or Misplaced Identifier 
Unknown or Misplaced Identifier 
Unknown or Misplaced Identifier 
Unknown or Misplaced Identifier 



Original Text 
(i) APPLICANT: 

(A) NAME: MEDEVA EUROPE LIMITED 

(B) STREET: 10 St. James's Street 

(C) CITY: London 

(E) COUNTRY: United Kingdom 

(F) POSTAL CODE (ZIP): SW1A 1EF 
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DATE: 04/13/2000 
TIME: 02:21:00 



INPUT SET: S35278.raw 



ADDRESSEE 

STREET 

CITY 

STATE 

COUNTRY 

ZIP 

CORRESPONDENCE ADDRESS 
APPLICATION NUMBER 
FILING DATE 
CLASSIFICATION 
APPLICATION NUMBER 
FILING DATE 

PRIOR APPLICATION DATA 



